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[FR3CREH] The PI3K/Akt pathway mediates the expression of type I collagen induced by TGF-B2 in
human retinal pigment epithelial cells
b MEEEE LRI BT, PIBK/AKt KL, TGF-p2 1285 1 Bl=9 — 7 OFESGFE
T IAREE T 5
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[% 5 & B ] Transforming growth factor-B (TGF-B) 1%, HEFEMERE FEHREBEEOREL KT S
key mediator T 523, TGF-p #Z & L7zt MEEAERE LRMRAMRN~ N v 7 AZ2EL
T BT FAGEEIT, SRR I THRW, BIFFRIE. TGF-RICED IR = —5
Y OFBEFE L T T A PRK/AKt BROREZHLNCTH L EEHE LT,

[Fi:] 558 MEEASE ERHIK (ARPE-19) T, TGF-B2 FIMIZ L~ (HFE D
[ 8= 5 —4 . mRNA (COL1A1, COL1A2) OFEHE L 18 2T —F U EREOELAS, PI3K/AK
REOHEERTH 5 wortmannin T27E FiZ, FH-E4 real-time PCR, L1 & 27— 7 U HifE%E A
W BRI L > THEIT L, &bIT, TGF-B2iZ X % COLIA2 DEEFMELIC
wortmannin 235 2 883, COLIA2 7 — 4 — D FRICNV 7 = 7—BBEBEFE2HRWE
LiR—F—a AT 7 b (COL1IA2/Luc) ZRAWEAY 727 —ET vEAICL>TFEL
7r. E7-. COL1A2 DEEEMAICEIT 5 TGE- v 7/ FAREDEEGZESF Smad OEEO
Sz iE, B3R COL1A2/Luc @ Smad FEEEALIC RER%ZE A L7z Smad-mut/Luc & Smad @
DNA fEE =1 A+ (CAGA) % 12 EER &7 Smad K7 v E—F —DTHRICAT T =
S5 —PREFEEN CAGAI2/Luc ZAWE, Mx T, TGF-B ¥ 7/ FAREEAICHEIET 5
Smad7 @ mRNA ZEIRIZ%9 % wortmannin DFEIZS>W T HRET LT, '

[#E 2] wortmannin OEINIEL, TGE-P Itk > THESNDIE 2T —45 L mRNA ORH L E
AEFEA, COLIA2 BEFOBEEEE{LEME Lz, £/, TGF-P2IZ &L 5 Smad-mut/Luc,
CAGA12/Luc DiEMA{L . wortmannin DEANIC & 5 PI3K/Akt pathway DOFELEIZ L > THEICH
#H &7z, —7F. TGF-B2 12 K 5 Smad7 mRNA DZIL wortmannin OFRINT L - THM L7,

[#53] b MBEAE M8V VT, PBK/AK BRIRIZ, TGF-P2 12k 5 1 Blas—Frn3
W s P NARER T2 2 L BRALMC R o 2, . PBK/AKt &L, Smad 24775
T FIEEE ThENEW S VEEE & DTN T D ERERFE08, R Smad 1
BV T IMREEFREASTH—2DA D= A NL, 7T AAHREL Smad TH D Smad7 DFEEZ[H
ESAOTHD I EPRBEI N,

ARFEEIT, PBK/Akt BREEOMHIN, BECZE LEMRN OO I BT —F U OEEEMA, 4
TR TR OISR R AR A R LR ETh D, Z0h, BEEOAEIC
X0, ARUIFENRGSUCMET A 0 Ll L7,
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