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Helicobacter pylori Virulence Genes of Minor Ethnic Groups in North Thailand
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~Yanzg—-- o @ (Hpylori ) OFRREFEEFY A 7. BRELTWBREEDEHE
DERZXET D VI Tnd, LHLERL, EBEOVERE» G2 ZMFERICBVT, B
BRLTWS Hpylori BORBRTFEGTF ¥ A 7% BIER CREMIZ LS LA v, o 8
HIE, A ALMOHFEH T A — Y — MCBEET ARG VEEREOEEOEREZH LT B
EFNENDORIRICERL TS Hpylori BORREEFEGFZ A 7EHLNZTHZ L TH B,

BFSE gL, HIFHE T A — Y — MCTHRERE L ARETEREEIT LR 289 AThH 3,
289 NOWERIL, FA AN 1544, FA4—FEAN14 A, HLUHE29 A, TUHEI2ATHoT, KN
REERERFICERIR L7 AR E AV T, EBSER05EM (Sydney System) . S8k bFGE . B
S OVERAERED D BB L7 Hpylori B ORREFOBIZF > —27 =2 A% PCREWR» HHE LT,

HiFER T A — ) — MZRI D Hpylori BOBYESRIT 54.5% (158/289) Th-o7-, HEIZRIL
7o 152 BRE A WCREITIE, V. 4 —FBA, #A ADER cagh DEEFFA 1L, BT
T EA T Chole (T VT X4 7OHEEIIEIC 96.0%, 85.7%, 62.7%). —F. H L iEDE
72 cagh OEMBFIA TRV ZRE L EA T Thote (718.8%) WT T HA 7D cagh HT 3
Hpylori EICER U=EE, VZAF U H A 7D cagh 2H 5 Hpylors IR Uim o b,
RO FREELCH LRECECREEE, BLIUBGHOBREENLEFEREZFE L=,
Multilocus sequencing typing (MLST) i LD, TUREF A —FEARZBREL TWIER
H pylori EitkiL hspEAsia I LTWaA Z EAVREN (BIZ 92%. 85.7%), —J7., J L/ iRICR
L TWBELR Hpylori BRI hpAsia2 ZB L, ZA4 ANCRELCTHBER Hpylori X
hspEAsia & hpAsia2 iIZB L TWB Z LR &N,

5 A DHFETA — Y — MBI 3 Hpylori EORRRFEEF 4 A ik, BEMTRE2 T
Too FHUE, HIFEH TEFBE LTV AEEORELBEELTHE Z LR E NG, 228, Hpylor
BORRRFEREGF2EEEICETIE VRN TIE, BERORESLETHE L Ebh,
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1. In the 3rd paragraph in Introduction, the small town, MaeSot, is introduced. MaeSot is an
interesting town because it consists of 4 ethnics, who have been infected by H. Pylori with
different genotypes. Are these 4 ethnic groups different in regard to the incidence of gastric
cancer?

2. Is there possibility that several kinds of H. pylori with different genotypes are co-infected in
one person?

3. In the 1st paragraph in Introduction, the virulence genes of A pylori such as cagA and vacA
genes were described. Which genotype is the most virulent among the virulence genes
developing gastric cancer?

4. Does H pylori with co-existence of several virulence genes induce more severe gastritis or
intestinal metaplasia than H pylori with single virulence gene?

5. It appears the higher incidence of gastric cancer in the northern region of Thailand was
expected to be associated with the higher prevalence of H. pyloriinfection. Is there a specific
reason, for example, any significant life style difference etc., speculated between the north and
the south?

6. The paper describes the age range of 9-89 years for the recruited volunteers. Clarify the way
by which consent was obtained and the process was approved by IRB or equivalent
committee(s).

7. Tablel shows that the prevalence of H.pyloriinfection was lower in the young (<29 years old)
and elder (>70 years old) groups than other groups. What is the speculated reason for this?

8. Fig.1 shows the histological score according to H. pylors infection status. What is the
significance of Fig.1 in your manuscript?

9. In Fig.1, gastritis induced by H pyloriinfection is with various severities. What is the reason
why the severity is individually difference in gastritis induced by H pyioriinfection? Do
patients without gastritis with H pylori infection have special abilities of immunity protecting
to the infection?

10. Fig 2 shows the different incidences of intestinal metaplasia between East-Asian-type and
Western-type cagA groups. Interestingly, there is no intestinal metaplasia in antrum and
corpus in the Western-type cagA group. Is the intra-cellular signaling in the Western-type
cagA group is different from that in the East-Asian-type cagA group?

11. This manuscript demonstrates that the dominant genotype of H pyJori stain in each ethnic
depends on the kind of ethnic even in the small town. Why does such an interesting
phenomenon cccur?

12, Specific directions of genetic migration are suggested by authors; however, how were these
assumptions (e.g. hypothetic direction where people with H pylori of specific genotypes
migrated from main land China) made?
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